Aeromonas hydrophila has long been recognized as a pathogen in amphibians (3, 18) , reptiles (13, 18) , fish (4, 8) , snails (14) , cows (20) and, more recently, humans (1) . Indeed, several cases of fatal human septicemias caused by A. hydrophila have been reported (1) , but in all instances the patient was debilitated by some other disease, e.g. leukemia (1) . Only recently (1) has A. hydrophila been reported to invade and be pathogenic in humans when wounds are exposed to water containing A. hydrophila.
Commercial and sport fishery losses to A. hydrophila may be extensive; for example, in 1973, 37,500 fish died over a single 13-day period in one North Carolina lake (15) . Many studies (6, 8, 18) have suggested that densities of A. hydrophila in natural bodies of water may be an important contributing factor to epizootics in fish. Indeed, a significant positive correlation recently was found between densities of A. hydrophila in a South Carolina cooling reservoir and infection among largemouth bass (Micropterus salmoides) over a 3-year period (T. C. Hazen 
tb 06 06 z 06 r-t-t-6 r-tb 06 06 c6 r-t-t-r--t-t-tb 06 tz t-t-t-06 tz tz r rz t-t-CC r-r: 0-t-o6 0--z Statistical analyses. Analyses of variance and regression analyses were performed by using the interactive data analysis program (University of Chicago) and an HP 3000 computer (Hewlett-Packard Co., Cupertino, Calif.). Each water quality parameter was compared with densities ofA. hydrophila by using regression analysis. Densities of A. hydrophila and conductivity were subjected to log (x + 1) transformation before analyses (21) because of their non-normal distrubution. Skewness and kurtosis were used to measure normality. Any statistical probability equal to or less than 0.05 was considered significant.
RESULTS AND DISCUSSION
A total of 147 lotic and lentic habitats were sampled for A. hydrophila (Table 1) ; A. hydrophila was isolated at all but 12 of these sites (Fig. 1) . Of the 12 sites where it was not isolated, 2 were hypersaline lakes (Badwater Lake, Great Saline habitats had a much higher density of A. hydrophila than did freshwater habitats, even though the variation in density among saline habitats was much larger than that among freshwater sites (Table 2) . Generally, A. hydrophila is not considered to be a marine bacterium (7) ; however, this study indicates that it is found naturally in marine systems which interface with freshwater and that it can be found at all salinities, except the most extreme (>100%o). This observation has been substantiated recently; A. hydrophila was implicated in causing ulcer disease in cod (Gadus morhua), a strictly marine fish (10) . Lotic habitats had significantly higher densities of A. hydrophila than did lentic habitats (Table 2 ). This is somewhat surprising because A. hydrophila could be isolated from waters having a turbidity of 0 to 395 Jackson tur- Epizootics in fish, caused by A. hydrophila, have been largely confined to the southeastern United States (5, 8, 15, 18) . Densities of A. hydrophila are high in the southeast, but not significantly higher than in other parts of the United States. Biochemical and serological studies of 361 isolates from water and fish throughout the United States reveal a striking similarity (Hazen and Fliermans, unpublished data); however, other investigators have reported that A. hydrophila isolated from fish is more virulent than isolates from water, even though all isolates were biochemically similar (2) . Recent studies (4, 8, 9) have shown that host stress may be a significant factor in the epizootiology of red-sore disease and, in combination with variability in virulence of A. hydrophila, may be of significance in limiting epizootic outbreaks to aquatic systems in the southeastern United States. Clearly, A. hydrophila, as a potential pathogen and as an important component of the microflora in aquatic systems, requires further study.
